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RAW SEQUENCE LISTING 
ERROR REPORT 





The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 



Application Serial Number: 09/ 

Source: O'/*^ 

Date Processed by STIC: /2 -/9~Q<1 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

Im^TOWGACOWOF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 

APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 

NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail help: patin21help(aiuspto.gov or-phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e-mail help: patin30help(2iuspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
WESTON 3.0 PROGRAM. ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW. 

Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format andcontent rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§1.821 - 1.825 effective October 1, 1990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST.25. 

Checker Version 3 .0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money. 

Checker Version 3.0 can be down loaded from the USP TO website at the following address: 

http://www.uspto.gov/web/offices/pac/checker 




Raw Sequence Listing Error Summary 



ERROR DETECTED SUGGESTED CORRECTION 



SERIAL NUMBER: 



ATTN: NEW RULES CASES: PLEASE DISREGARD ENGUSH -ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 



1 



Wrapped Nucieics The number/text at the end of each line "wrapped" down to the next line. 

This may occur if your file was retrieved in a word processor after creating it. 
Please adjust your right margin to .3, as this will prevent "wrapping". 

Wrapped Aminos The amino acid number/text at the end of each line "wrapped " down to the next line. 

This may occur if your file was retrieved in a word processor after creating It. 
Please adjust your right margin to .3, as this will prevent "wrapping". 

Incorrect Line Length The rules require that a line not exceed 72 characters in length. This includes spaces. 



Misaligned Amino Acid 
Numbering 

Non-ASCII 



Variable Length 



Patentln ver. 2.0 "bug" 



Skipped Sequences 
(OLD RULES) 



Skipped Sequences 
(NEW RULES) 



The numbering under each 5th amino acid is misaligned. This may be caused by the use of tabs 
between the numbering. It is recommended to delete any tabs and use spacing between the numbers. 

This file was not saved in ASCII (DOS) text, as required by the Sequence Rules. 

Please ensure your subsequent submission is saved in ASCII text so that it can be processed. 

Sequence(s) contain n's or Xaa's which represented more than one residue. 

As per the rules, each n or Xaa can only represent a single residue. 

Please present the maximum number of each residue having variable length and 

indicate In the (ix) feature section that some may be missing. 

A "bug" in Patentln version 2.0 has caused the <220>-<223> section to be missing from amino acid 

sequence(s) . Normally, Patentln would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section 
to the subsequent amino acid sequence. This applies primarily to the mandatory <220>-<223> 
sections for Artificial or Unknown sequences. 

Sequence(s) missing. If intentional, please use the following format for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: 

(i) SEQUENCE CHARACTERISTICS:(Do not insert any headings under "SEQUENCE CHARACTERISTICS-) 
(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: 
This sequence is intentionally skipped 

Please also adjust the "(iii) NUMBER OF SEQUENCES:" response to include the skipped sequence(s). 

Sequence(s) missing. If intentional, please use the following format for each skipped sequence. 

<210> sequence id number 
<400> sequence id number 
000 



1 0 Use of n's or Xaa's 

(NEW RULES) 



Use of n's and/or Xaa's have been detected in the Sequence Listing. 
Use of <220> to <223> is MANDATORY if n's or Xaa's are present. 

In <220> to <223> section, please explajn location of n or Xaa, and which residue n or Xaa represents. 



11 



Use of <21 3>Organism Sequence(s) m 



. are missing this mandatory field or its response. 



(NEW RULES) 

12 Use of <220>Feature 

(NEW RULES)" 



13 



Patentln ver. 2.0 "bug" 



Sequence(s) ^ are missing the <220>Fe ature and associate d headings. ^ ^ _ 

Use of <220> to <223> is MANDATORY if>213>ORG AN ISM is "Artificia l" or "Unknown" 
Please explain source of gen etic material in <220> to <223> sectio n. 

JSee Tederal RegiSterT^/OI^, Vol. 63, No. 104, pp. 29631-32) (Sec. 1 .823 of new Rules) 

Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted 

file, resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence listing). 

Instead, please use "File Manager or any other means to copy file to floppy disk. 



AKS-Biotechnology Systems Branch- 5/1 5/99 
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OIPE 



RAW SEQUENCE LISTING DATE: 12/19/2000 

PATENT APPLICATION: US/09/7 34,2 3 7 TIME : 07:26:16 

input Set : A:\B583_40608.txt 

Output Set: N:\CRF3\12192000\l734237.raw 



"i <I10> APPLICANT: Rozzfill, J , David 



4 Bui, Peter ^rrtxrXQ^^^^ 



5 Hua, Ling 

7 <120> TITLE OF INVENTION: SYNTHETIC GENES FOR ENHANCED EXPRESSION 

9 <130> FILE REFERENCE: B583: 4 0608 
C--> 11 <14 0> CURRENT APPLICATION NUMBER: US/09/734,237 
C--> 11 <141> CURRENT FILING DATE: 2000-12-02 

11 <150> PRIOR APPLICATION NUMBER: 09/494,921 

12 *.153> PRIOR FILING DATE: 2000-01-31 
14 <160> NUMBER OF SEQ ID NOS : 79 

16 <170> SOFTWARE: Patentln version 3.0 

18 <210> SEQ ID NO: 1 

19 <231> LENGTH: 1197 

20 <212> TYPE: DNA 

21 <2.13> ORGANISM: Pseudomonas put Ida 
2 3 <4 00> SEQUENCE: :i 

2 4 atgcacygct ccaacaayct cccaggattt gccacccgcq ccattoacea tqgctacgac 60 
26 ccccaggacc acgycygcgc actggtgcca ccggtctacc ayaccgcgac gttcaccttc 120 
28 cccaccgUyy aatacygcyc tgcgtgcttt yceygcgayc aggccgygca tttctacayc 180 
SO cgeatctcea accccaccct caacctgctg gaagcacgca tggcctcyct ggaaggcggc 24 0 
32 gaggccqgqc tggcgctggc ctcgggcatg gyggcgatca cytccacyct atggacactg 300 
34 ctgcyccccg qtgacyaggt gctgctgggc aacaccctgt acggctgcac ctttycettc 360 
36 ctg caeca eg yeateggega gttcggggr.c aagctgegee atgtggacat ggccgacctg 420 
38 caggcactgg aggeggecat gacgccggcc acecgggtqa tctatttcga gLcgecggcc 4 80 
10 aaccccaaca tgcacatggc cyatatcgcc ggcgtggcga ayattgeacq caagcacygc 540 
4 2 gcgaccgtgg tggtcgacaa eaeetactgc acgecgtacc tgeaaeygee actgyaycty 600 
4 4 ggcgccgacc tggtggtgea ttcygccacc aagtacctqa gcgyccafcgg cgacatcact 66 0 
4 6 getggcatty tggt.gggcag ceaggcacr.g gtiggacegta t.acg tetgea gggcctcaag 720 

4 8 gacatgaccg gtgcggtgct ctcgccccat gacgccgcac tgttgatgcg eggcatcaag 780 

5 0 accctcaacc tgcgcatgga ccgccactgc yccaacgctc aggtgctggc cgagttcctc 84 0 
52 gcccggcagc cgcaggtgga yctgatccat tacccgygcc tggegagett cccycaytac 900 
54 accetggccc gecagcagat; gagccagccg ggcggcatya tcgccttcga actoaagggc 960 
56 gqcaLcggtg ccgggcggcg gttcaLgaac gecctgcaac Lgttcagecg cgcggLgagc 1020 
58 ctgggogatg ccgagtcgct ggcgcagcac ccggcaagca tgactcattc cagctatacc '1080 

6 0 ccagagga yc gtgegcatta cggcatctcc gaggggetgg tycggttgtc qgtggggcty 114 0 
6 2 gaagacatcg acyacctqct ggccgatgtg caacaygcac teaagqegaq tgcctya 1197 
6 5 <2I0> SEQ TD NO: 2 

66 <211> LENGTH : 399 
6 7 <212> TYPE: PRT 



DoesN<A,Co^V eded 



6 8 <2'13> ORGANISM: Art i.JMcia 1 Sequence /fl/S^ //lc f 

7 0 <220> FEATURE: _ / 



W--> /U <*2.1U> FEATURE: /? / _/ f 

W--> 70 <223> OTHER INFORMATION: /2^3^ /<2G?Ur & F f° 

70 <400> SEQUENCE : 2 ' 



7 5 His His Gly Tyr Asp Pro Gin Asp His Gly Gly Ala Leu Val Pro Pro 
7 6 20 2 5 30 



72 Met Glv His Glv Ser Asn Lvs Leu Pro Gly Phe Ala Thr Arg Ala Tie y j fp ^/ 

73 i 5 " io 15 7v5<? Soo rc€ o r //?c j 
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RAW SEQUENCE LISTING DATE: i 2/1 9/2000 

PATENT* APPLICATION : US/09/7 34,23 7 TIME: 07:26:16 



Input Set : A:\B58 3_4 0608.txt 

Output Set: N:\CRF3\12192000\l734237.raw 
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RAW SEQUENCE LISTING DATE: .12/19/2000 

PATENT APPLICATION: US/09/7 34,23 7 TIME: 07:26:16 



Input Set : A:\B583_40608.txt 
Output Set: N:\CRF3\12192000\I734237.raw 

150 <213> ORGANISM: Artificial sequence 

W--> 152 <220> FEATURE: ^ 

W--> 152 <223> OTHER INFORMATION: " Z^-^ J 

152 <4 00> SEQUENCE: 3 

153 ca tgygtcac gqetccaaca aactgccgyg ctttgctacc cgcyctatcc accacggtta 60 
155 tyaccegcay gatcacygtg gtgcactggt tccgccggtt taccayactg cLactttcac 120 
157 cttcccgacc qttyaatacy gcqctqcgtg ctttgctgqc qaacagqctq gtcacttcta 180 
159 ctcccgtatc tccaacccqa ccctgaacct gctggaagca cytatyqcat ctctggaagy 24 0 
161 cgycgaayct ggtctggcgc tggcatctgg tatgggcgcg atcacctcta ccctgtygac 300 
163 cctgctgcgt ccgggtgacy aagttctgct gggcaacacc ctgtatggtt gtacttttgc 360 
165 tttcctgcac cacggtatcg gtgaattcgg cgttaaactg cytcacgtay atatggcLga 420 
167 cctqcaggca ctygaagcqy ctatgacccc <igctacccgt gttatctact tcgaatcccc 4 80 
169 qgctaacccg aacatycaca r.ggctgacat cgcagytgtt yctaaaatcg ctcqtaagca 540 
17.1 cgycgctacc gtagttgttg ataacaccta ctgtactccg tar.ctgcaac gtccgctgga 60O 
173 actgggcgct yaectyqttg ttcactccgc tactaaatac ctgtccggcc acggcgacat 660 
175 cactgctiqc atcqtagtay qctcccaggc actygttgac cqtatccgtc tgcaagqtct 720 
177 gaaagacatg accggcgctg t tctgtcccc qcacgacgca gcactgctga tgcytyytat 780 
179 caagaccotg aacct.gcgta tggaccgtca ctgtgctaac gct.caggtac tggctqaatt 840 
.181 cctggctcgt cagccgcagg tagaartgat ccactatocg ggcctggctt ccttcccgca 900 
183 qtacactctg qcacgtcagc agatgtccca gccgggcgyt atgatcqctt tcgaactgaa 960 
185 gggtggcatc ggegctggtc ytcgtttcat gaacgetctg cagctgttct cccytycgyt 1020 
187 ttccctgggt gacgctgaat ccctggcgca gcacccggca tccatgactc act.cct.ccta .1080 
189 cactccggaa gaacgtgcgc actacygcat ctccgaaggc ctygttcgtc tgtctgttgg 11.40 
191 tctggaagac atcyatgatc tgctggcaga cgttcaycag gctetgaagy ctagcgctty 1200 
193 ag 1202 

196 <210> SEQ TD NO: 4 

197 <211> LENGTH: 426 

1.98 <212> TYPE: ONA 

1.99 <213> ORGANISM : Artificial sequence 

W--> 201 <220> FEATURE: —> G 

W--> 201 <223> OTHER INFORMATION: ' 

201 <400> SEQUENCE: i 

202 catgggtcac ygctccaaca aactgeeggg ctttgctacc cgcgctaf.ee accacggtta 60 
204 tgacccgcag gatcacgyt.g gtgcactggt tccgccggtt taccagactg ctactttcac 1.20 
206 cttcccgacc gttgaatacg gcgctgcgtg etttgetgge gaacaggctg gtcacttcta 180 
208 ctcccgtatc tccaacccga ccctgaacct gctggaagca cgtatggcat ctctggaagg 240 
210 eggegaaget ggtctggcgc tggcatctgg tatgggcgcg atcacctcta ccctgtggac 3 00 
212 cctgctgcgt ccgggtgacg aagttctgct gggcaacacc ctgtatggtt gtacttttgc 360 
214 tttcctgcac cacggtatcg gtgaattcgg cgttaaactg egtcaegtag atatggctga 420 
216 eetgea 426 

219 <210> SEQ ID NO: 5 

220 <211> . LENGTH : 441 

221 <212> TYPE: DNA 

222 <213> ORGANISM: Artificial sequence ^r> 

W--> 224 <220> FEATURE: — 3 C> ^7 

W--> 224 <223> OTHER INFORMATION: 

224 <4 00> SEQUENCE: 5 

225 caagaggeca tgggtcaegg ctccaacaaa ctgccgggct ttgctacccg cgctatccac 60 
227 caeggttaty acccgcacjga tcacggtggt gcactggttc cyccygtLLa ccagactgct 120 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/7 34,2 37 



DATE: 12/19/2000 
TIME: 07:26:16 



W- 
W- 



229 
231 
233 
235 
237 
239 
242 
24 3 
24 4 
24 5 
24 7 
247 
24 7 
24 8 
250 
252 
254 
256 
258 
250 
263 
264 
265 
266 
268 
268 
268 
269 
27.1 
273 
275 
277 
279 
2B1 
283 
286 
287 
288 
289 
291 
291 
291 
292 
294 
296 
298 
300 
302 
304 



fnpuL Set : A:\B583_40608.txt 

Output Set: N:\CRF3\12192000\l734237.raw 

actttcacet tcccgaccgt tqautacggc gctgcgtgct ttgctggcga acagyctggt 
cacttctact cccgtatctc caacccgacc ctgaacctgc tggaagcacg Latggcatct 
ctyqaaqgcg ycgaayctgg tctgqcqcty qcatctqgta tggqcgcgat cacctctacc 
otqtgqaccc tgctgcgtcc yygtgacgaa qttctgctgg qcaacaccct qtatggttgt 
actr.tt.gctL tcctgcacca cgytatcgyt gaattcggcg ttaaactgcy tcacgtagat 
atgycLgacc tycaggcact g 
<2.10> SEO ID NO: 6 
<211> LENGTH : 410 
<212> TYPE: DMA 

<213> ORGANISM: Artificial sequence 

<220> FEATURE: V. \ /* *S?7 & 

<22 3> OTHER INFORMATION: ' — J 
<4 00> SEQUENCE: 6 

ggeactgyaa gcggctatga ccccggctac ccqtgttatc tacttcgaat ^cccggctaa 
cccgaacatq cacatygcty acatcycagg tgttyctaaa atcgctcgta tigcacgycgc 
taccgtagtt qttqataaca cctactqtac tccqtacctq caacgtccgc tggaactggq 
cgctyacctg gttgttcact ocgctactaa atacctgtcc ggccacggcg acatcactgc 
LggcaLcgta gtaggctccc aggcactggt tgaccgtatc cgtctgcaag qtctgaaaga 
catgaccggc gctgttctgt ccccgcacga cgcagcactg ctgatgcgtg gtatcaagac 
cctgaacctg cytatgqacc gtcactytgc taacgctcag gtactggcty 
<210> SEO ID WO: 7 
<211> LENGTH : 430 
<212> TYPE: I) HA 

<213> ORGANISM: Artificial sequence 
<220> FEATURE: _ 
<22 3> OTHER INFORMATION: ~ 
<4()0> SEQUENCE: 7 

gctgacctgc aygcactgga agcggctatg accccggcta cccgtgttat ctacttcgaa 

tccccggcta acccgaaeat; gcacatggct gacatcgcag gtgttgctaa aatcgctcgt 

aagcacggcg ctaccgtagt tgttgataac acctactgta ctccgtacct gcaacgtccg 

ctggaactgg gcgctgacct ggttyttcac tccgctacta aatacctgtc cggccacggc 

qacatcactq ctygcatcgt agtaggctcc caggcactgg ttgaccgtat ccgtctgcaa 

gytctgaaag acatgaccyg cgctgttctg tccccycacg acgcaycact gctgatgcgt 

ggtatcaaga ccctgaacct gcgtatggac cgtcactgtg ctaacgctca ggtactggct 

gaattcctgg 

<210> SEQ ID NO: 8 

<211> LENGTH: 36 6 

<212> TYPE: DNA 

<213> ORGANISM: Artificial sequence ^ 

<220> FEATURE: ______-^> — J & ^ 

<22 3> OTHER INFORMATION: ' 

<4 00> SEQUENCE: 8 

aattcctggc tcgtcagccg caggtagaac tgatccacta tccgggcctg gcttccttcc 
cgcagtacac tctggcacgt cagcagatgl: cocagccggg cggtatgatc gctttcgaac 
tgaagggtgg calcggcgct yg teg teg It teatgaaege tetgeagctg Ltctcccgtg 
cggtttccct gggtgacgct gaatccctgg cgcagcaccc ggcatccatg actcactcct 
cctacactrc ggaagaacgt gcgcactacg gcatctccga aggcctggtt cgtctgtctg 
ttqgtctgya agacatcgat gatctgetgg cagncgtUca gcaggctctg aaggctagcg 
cLLyag 



180 
240 
300 
360 
420 
4 41 



re 



60 
120 
180 
24 0 
300 
360 
410 



60 
120 
180 
240 
300 
360 
420 
430 



60 
120 
.180 
240 
300 
360 
366 
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RAW SEQUENCE LISTING DATE: .1 2/1 9/2000 

PATKNT APPLICATION: US/09/734,237 TIME : 07:26:16 

input Set : A:\B583_40608.txt 

Output Set: N:\CRF3\12192000\l734237.raw 

307 <2L0> SEQ ID NO : 9 

308 <211> LENGTn : 383 

309 <212> TYPE: DNA 

310 <2.U> ORGANISM : Artificial sequence ^ ^ f *J / 

W--> 312 <220> FEATURE: _- ^> -J <2 syv <? f~<? f <t ^ f ° f 

W--> 312 <223> OTHER INFORMATION: / ' 

3.12'<400> SEQUENCE: 9 

313 tcttaatgaa ttcctggetc gtcagccgca gytagaactg atcoactatc cgggcct.ggc 60 
3.15 ttccttcccg cagtacactc tggcacgtca gc.agatgtcc cagccgggcg gtatgatcgc .120 
317 tttcgaactg aagggtggca tcggcgctgg tcg.tcgtttc* atgaacgctc tgcagctgtt 180 
319 ctcccgtgcg gtttccctgy gtgacgctga atccctggcg cagoacccgg eatccatgac 240 
321 tcactcctcc tacactccgg aagaacgtgc gcactacggc atctccgaag gcctgqttcy 300 
'323 ■ tctgtctgtt qgtctggaag acatcgatga tctgctggca gacgttcagc aggctctgaa 360 
325 -ggctagcyct tgaggatcca cca 383 

328 <210> SEQ ID NO: 10 

329 <2.11> LENGTH: 33 

3 30 <212> TYPE: DNA ' 
331 <213> ORGANISM: Artificial Sequence 
W--> 3 33 <220> FEATURE: 

W--> 333 <223> OTHER INFORMATION: 

3 33 <400> SEQUENCE: 10 

3 34 oaagaggooa fcgggtcacgg ctccaacaaa ctg 33 
337 <210> SEQ JO NO: 1.1 
336 <211> LENGTH: 114 

339 <2.12> TYPE : DNA 

340 ,<213> ORGANISM: Artificial Sequence 
W--> 342 <220> FEATURE: 

W--> 342 <2 2 3> OTHER, INFORMATION: • 

34 2 <4 0O> SEQUENCE: 11 

34 3 cacggctcca aoaaactgcc gggctttgct acccgcgcta tccaccacgg' ttatgacccg 60 
34 5 caggatcacg gtggtgcaot ggttccgccg gtttaccaga ctgctactht caoo 114 

348 <210> SEQ TO NO: 12 

349 <211> LENGTH: 116 
3 50' <212> TYPE; DNA 

351 <213> ORGANISM: Artificial Sequence - 

W--> 353 <220> FEATURE: .^C? £ 

W--> 353 <22 3> OTHER INFORMATION: ' 

353 <-100> SEQUENCE : 12 

3 54 get.tccagca ggttcagggt cgggttggag atacgggagt agaagtgacc agcotgttcg 60 
3 56 ocagcaaago acgcagegce gtattcaacg gtcgggaagg tgaaagtagc agtctg 116 
3 59 <210> SEQ ID NO: 13 
36 0 <211> LENGTH: 1.17 
361 <212> TYPE': DNA 

36 2 <213> ORGANISM: Artificial Sequence ^— 

W--> 364 <220> FEATURE: _S d n ( - 

W--> 364 <223> OTHER INFORMATION: " . ^ 

364 <-10O> SEQUENCE: 13 

365 ctgaacctgo tggaagcacg ■ ta tggca tct. ct.ggaaggog gcgaagctgg tctggogctg 60 
367 gcatctggta tgggcgcgat cacctctacc ctgtggaccc tyctgcgixo gggtgac 117 



1/ 



0- 



The types of errors shown exist throughout the Sequence Listing. Please check 
subsequent sequences for similar errors. 
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VERIFICATION SUMMARY DATE: .12/19/2000 

PATENT APPLICATION' : US/09/7 34, 2 3 7 TIME: 07:26:17 

input; Set : A:\B583_406O8.txt 

Output Set: N:\CRP3\12192000\I734237.raw 

L:ll M:270 C: Current Application Number differs, Replaced Current Application No 

Lrl.l H:271 C: Current Filing Date differs, Replaced Current Filing Date 

L:70 M:258 W: Mandatory Feature missing, <220> FEATURE: 

L:70 M:258 W: Mandatory feature missing, 023> OTHER INFORMATION: 





152 


M 


258 


W : 


Mandatory 


Fea t u re 


mi c; c i i\ 1 1 

til 1 O O JL11VJ / 


<220> 


FKATU HE : 




152 


M 


258 


W : 


Ma ii c\ a t d rv 
1*1 cj i j c* l i. y 


Fea t ure 


in i i no . 

iu .1. ^ o j- ti y / 


<223> 


OTHER I NFORMATION : 


Jj 


9H1 




258 


W : 


Ma it fl a t r» rv 

i'lullUa L L* X Ji 


i. tic* lux ts 


m i Q c i f\ ti 

UL 1.35 Lily / 


<220> 




L 


o m 

-Ui 


M 


258 


w ■ 


nu 1J1.1C1 lux y 


f* t^a tu re 


ni"i <jct l tifi 


<223> 


O'i'HFR T NPORHATTON • 


i 


9 Ti) 




258 


w ■ 


M ^ n /I a t~ fi r"./ 
iivi« l l/i y 


r i. u j. t. 


mi a c l !i n 
ill 1. S> o J. ll CJ / 


<220> 


c l.Ti i c/ rcci . 


j\ 


224 


M 


258 


W : 


Ma nri a t fvr"" 1 ' 


r La mil- 


mi cc i ihi 
in too in y / 


<22 3> 


OTHER INFORMATION : 


L 




M 


258 


W * 




r t,cl L U L ti 


111 X i> b X IJ L) y 


<220> 




Li 


24 7 


M 


258 


w ■ 


1/ ^ H ?4 h n 


r LUit; 


mi cc i nn 
in i b s> x ii y , 


<223> 


OTHER INFORMATION: 


Li 


^68 


M 


258 


W : 


I'KlilllCl L. L*X y 


f L <l LUJ.t: 


mi cci ihi 
hi i, o a x ii y / 


<220> 


FKATU RE : 




268 


M 


258 


W : 


1*1 CI 1 1 CI LUX j 


p£»a t* ii rp 

I C(J LU LL 


mi cci n it 

in x 2> s> i i j y j 


<223> 


OTHER INFORMATION: 




291 


M 


2 58 


W : 


Ma iirla t" civv 

i ici i i 1.1 ci lui y 


I Ci 1 _ Li J_ V, 


iti ! m; i nil 
in _l o .l 1 1 y / 


<220> 


FEATURE : 




9 Q 1 




9 R ft 


w ■ 


llallUrf L L»X y 


Fea t u re 


in i a c i n f i 
III Lbb 1. n y , 


<22 3> 


O'I'HFR INFORMATION • 




3i2 


M 


2 58 


W : 


Ma n fl a 1" nrv 
1*1 ci 1 1 li ci l u-i, y 


r LCI L U -1. L 


mi cc i ii ii 

tu x o c> .1. u y / 


<220> 


FEATURE : 


t 


111 

jli 


M 


9 R ft 




Muiiuu loi y 


C Gel LUX (i 


tti i e e i ri fL 
ill X t> b XII y i 


< 2 2 3 > 


fWH F>Mi 1 MPOPM&T 1 DM • 


Tj 


I')'! 
J JJ 




258 


w ■ 


nu nu ci lui y 


t* t: ij l 1 1 x 


iuxtisxiiy , 


<22 0> 


FFATIFRF ■ 




333 


M 


2 58 


W : 


Ma nria t~ nrv 
i icifji.ici l lf j. y 


V "C-Cl L L J l.\- 


in i c c i n o 
in jl o i> jl ii y / 


<223> 


OTHER INFORMATION: 


Jj 


1^1 9 


M 


2 58 


W * 


rluIlUa L L»X, y 


1 1 >-r^ 
r Cr.ta LUXfc; 


ni i c;c i ihi 
HI i.o 3 1. u y / 


<220> 


FFATIf RF • 


L 


1 A 9 


M 


9 ^ ft 


V/ : 


WaUQa l.U l\ 


Fea ture 


missing , 


<223> 


OTP l'MmPWAT I OH • 

U 1 tlrjl\ X 1 I \J S\L'I n 1 X L* IN . 


L 


TCI 

J J j 


I'l 


9 R ft 
d. _> O 


vi . 


rid 11 u a LU.L y 


i 6u lu re 


missing / 


<22 0> 




L 


jJj 


M 


9 ^ft 

z .j ti 


W : 


Man da tor y 


Feature 


missing , 




pith i?p i HpnuMaT row * 


L 


364 


M 


9 R ft 
z JO 




Ma n da tor y 


Fea ture 


m i.ss i u g , 


< 2 2 0> 


c Vjt\ 1 U JxCj . 


Tj 




M 


^ 58 




Manda tory 


Fea t u re 


missing , 


<2 ? 3> 


HTUP'P 1 HPYIWf.fiiT 1 OM ■ 
L* i n XL tv j.«ru r\i'ii\ l iun . 


L 




M 


^58 


* 


Ma n d a torv 


Fea t u re 


missing , 


^2 2 0 > 




L 


") "7 C 

-J / D 


M 


258 


W : 


Manda tory 


Fea tu re 


iu i s s i fi g t 


<2 2 3> 


u i n i- rt x ii r WiVi'i^ai. iuii . 


L 


JOO 


H 


.r d fj 




Ma nd a tory 


Fea t u re 


nt l s s in g f 


<r - 2 2 0 > 


r XjM x u rvij . 


L * 


JOO 


M 


*> rq 


w- 


Ma nda tory 


Fea ture 


missing , 


3 > 


flTM'PI? 1 HWlPMATrflH • 


L 


395 


M 


258 


W : 


Ma nd a tory 


Fea t" ure 


missing , 


<220> 


FEA.TURE : 


L: 


395 


M 


258 


W: 


Mandatory 


Fea tu re 


missing/ 


<22 3> 


OTHER INFORMATION: 


L: 


404 


M 


258 


V/: 


Mandatory 


Fea ture 


missing , 


<220> 


FEATURE : 


L: 


4 04 


M 


258 


V/: 


Mandatory 


Fea ture 


missing, 


<22 3> 


OTH ER I N FORMAT! 0 M : 


L: 


415 


M 


258 


W: 


Mandatory 


Fea ture 


missing/ 


<220> 


FEATURE : 


L: 


415 


M 


258 


W: 


Mandatory 


Feature 


missing/ 


<22 3> 


OTHER INFORMATION: 


L: 


426 


M 


258 


W: 


Mandatory 


Feature 


missing , 


<220> 


FEATURE : 


L: 


426 


M 


253 


W: 


Manda tory 


Feature 


missing , 


<223> 


OTH ER I N FORMATION : 


L: 


4 37 


M 


258 


W: 


Mandatory 


Fea ture 


missing , 


<220> 


FEATURE : 


L: 


437 


M 


258 


W: 


Mandatory 


Fea ture 


missing, 


<223> 


OTHER INFORMATION: 


L: 


44 8 


M 


258 


W: 


Mandatory 


Feature 


mi sslng, 


<220> 


FEATURE : 


L: 


448 


M 


258 


W: 


Mandatory 


Feature 


missing , 


<223> 


OTHER INFORMATION: 


L: 


457 


M 


253 


W: 


Mandatory 


Feature 


missing, 


<220> 


FEATURE: * 


L: 


457 


M 


258 


W: 


Mandatory 


Fea Lure 


missing , 


<223> 


OTHER INFORMATION : 


L: 


466 


M 


258 


W: 


Mandatory 


Feature 


missing/ 


<220> 


FEATURE: 


L: 


466 


M 


258 


W: 


Manda tory 


Feature 


missing , 


<22 3> 


OTHER INFORMATION: 


L: 


477 


M 


258 


W: 


Mandatory 


Feature 


missing, 


<220> 


FEATURE: 


L: 


477 


M 


2 58 


W: 


Mandatory 


Feature 


missing , 


<223> 


OTHER T NFORMATION : 
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VERIFICATION SUMMARY DA'Ili: .12/19/2000 

PATENT APPLICATION: US/09/7 34,2 3 7 TIME : 07:26:17 

Input Set : A:\B583_40608.txt 

Output Set: H:\CRF3\12192000\l734237.raw 

L:48B M:258 W: Mandatory Feature missing, <220> FEATURE: 

L:488 H:258 W: Mandatory Feature missing, <22 3> OTHER INFORMATION: 

L.-499 M:258 W: Mandatory Feature missing, <220> FEATURE: 

L:499 M:258 W: Mandatory Feature missing, <223> OTHER INFORMATION: 
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